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A. Personal Statement

I was recently appointed in February 2018, through the AGREETT program, as an Associate Professor of Virology
in the Veterinary Population Medicine Department in the College of Veterinary Medicine at the University of
Minnesota. I have over 20 years of research experience as a molecular biologist in the areas of virology,
biodiversity, pathology and genomics – in particular the use of genomic tools to study key biological processes.
My research program is focused on pathogen discovery; comparing and contrasting a diverse array of host-virus
systems. I am particularly interested in seeing my fundamental research translated into practical solutions. An
example being our recent discovery of a new virus resistance mechanism in honey bees; a novel way of the
protecting this important pollinator (Patent filed). My lab routinely develops molecular tools to enhance
detection and surveillance of viral pathogens so as to improve our understanding of the true impact of (1) viral
pathogens on honey bee health, (2) viral pathogens in swine respiratory diseases, (3) application of virus or
phage therapy in pig, cattle and fish farms, and (4) the evaluation of the Virome in disease outcomes in pig,
cattle, honey bee & aquatic production systems. I have a track record in winning and administered research
projects (over $8 million equivalent from 10 different funders), collaborated with other researchers (nationally
and internationally), and produced several high impact peer-reviewed publications (4 Nature & Science papers).
In summary, I have a demonstrated record of accomplished and productive research projects in areas of high
relevance for both environmental and agricultural sciences.
B. Positions and Employment

2004-2012
2012-2018
2014-2018
2017-2018
20182018-

Research Fellow, The Marine Biological Association of the UK
Senior Research Fellow, The Marine Biological Association of the UK
Director of the MBA Culture Collection
Chair of Viral Metagenomics, University of Reading, UK
Associate Professor, Department of Veterinary Population Medicine, College of Veterinary
Medicine, University of Minnesota, MN
Honorary Chair of Viral Metagenomics, University of Reading, UK
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